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SEQUENCE LISTING 



(1) GENERAL INFORMATION: 

(i) APPLICANTS: Blaschuk, Orest W. 

Gour, Barbara J. 

(ii) TITLE OF INVENTION: COMPOUNDS AND METHODS FOR MODULATING 
CELL ADHESION 

(iii) NUMBER OF SEQUENCES: 4 7 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: SEED IP LAW GROUP PLLC 

(B) STREET: 6300 Bank of America Bldg., 701 Fifth Avenue 

(C) CITY: Seattle 

(D) STATE: Washington 

(E) COUNTRY: USA 

(F) ZIP: 98104 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SO'Jw^ARE: Patentln Release #1.0, Version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US 

(B) FILING DATE: 04-DEC-2001 

(C) CLASSIFICATION: 

(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Christiansen, William T. 

(B) REGISTRATION NUMBER: 44,614 

(C) REFERENCE/DOCKET NUMBER: 10008 6 . 401C11 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (206) 622-4900 

(B) TELEFAX: (206) 682-6031 



(2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 

Asp Trp Val lie Pro Pro lie Asn Leu Pro Glu Asn Ser Arg Gly Pro 



2 



15 10 15 

Phe Pro Gin Glu Leu Val Arg lie Arg Ser Asp Arg Asp Lys Asn Leu 
20 25 ' ~ 30 

Ser Leu Arg Tyr Ser Val Thr Gly Pro Gly Ala Asp Gin Pro Pro Thr 
35 40 45 W 

Gly lie Phe lie Leu Asn Pro lie Ser Gly Gin Leu Ser Val Thr Lys 
50 55 60 

Pro Leu Asp Arg Glu Gin lie Ala Arg Phe His Leu Arg Ala His Ala 
65 70 75 80 

Val Asp lie Asn Gly Asn Gin Val Glu Asn Pro lie Asp lie Val lie 
85 90 95 

Asn Val lie Asp Met Asn Asp Asn Arg Pro Glu Phe 
100 105 

(2) INFORMATION FOR SEQ ID NO: 2: 

C3 

□ (i) SEQUENCE CHARACTERISTICS: 

□ (A) LENGTH: 108 amino acids 
*P (B) TYPE: amino acid 

(C) STRANDEDNESS: 

w (D) TOPOLOGY: linear 

CO 

ru 

s 

i . 
|* 

l y (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

*S Asp Trp Val lie Pro Pro lie Asn Leu Pro Glu Asn Ser Arg Gly Pro 

pi 5 10 15 



Phe Pro Gin Glu Leu Val Arg lie Arg Ser Asp Arg Asp Lys Asn Leu 
20 25 i . " 30 

Ser Leu Arg Tyr Ser Val Thr Gly Pro Gly Ala Asp Gin Pro Pro Thr 
35 40 45 

Gly lie Phe lie lie Asn Pro lie Ser Gly Gin Leu Ser Val Thr Lys 
50 55 ' 60 

Pro Leu Asp Arg Glu Leu lie Ala Arg Phe His Leu Arg Ala His Ala 
65 = 70 " 75 80 

Val Asp lie Asn Gly Asn Gin Val Glu Asn Pro lie Asp lie Val lie 
85 90 95 

Asn Val lie Asp Met Asn Asp Asn Arg Pro Glu Phe 
100 105 

(2) INFORMATION FOR SEQ ID NO : 3 : 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



a 



u 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

Asp Trp Val He Pro Pro He Asn Leu Pro Glu Asn Ser Arg Gly Pro 
15 10 15 

Phe Pro Gin Glu Leu Val Arg He Arg Ser Asp Arg Asp Lys Asn Leu 
20 25 30 

Ser Leu Arg Tyr Ser Val Thr Gly Pro Gly Ala Asp Gin Pro Pro Thr 
35 40 45 

Gly He Phe He He Asn Pro He Ser Gly Gin Leu Ser Val Thr Lys 



U 50 55 60 

W 

fn Pro Leu Asp Arg Glu Leu He Ala Arg Phe His Leu Arg Ala His Ala 

.=»' 65 ~ 70 75 80 

Val Asp He Asn Gly Asn Gin Val Glu Asn Pro He Asp He Val He 
fy 85 90 95 



Asn Val He Asp Met Asn Asp Asn Arg Pro Glu Phe 
100 105 

(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

Asp Trp Val Val Ala Pro He Ser Val Pro Glu Asn Gly Lys Gly Pro 

15 10 15 

Phe Pro Gin Arg Leu Asn Gin Leu Lys Ser Asn Lys Asp Arg Asp Thr 

20 25 30 

Lys He Phe Tyr Ser He Thr Gly Pro Gly Ala Asp Ser Pro Pro Glu 
35 " 40 45 

Gly Val Phe Ala Val Glu Lys Glu Thr Gly Trp Leu Leu Leu Asn Lys 
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50 55 60 

Pro Leu Asp Arg Glu Glu lie Ala Lys Tyr Glu Leu Phe Gly His Ala 
65 70 " 75 80 

Val Ser Glu Asn Gly Ala Ser Val Glu Asp Pro Met Asn lie Ser lie 
85 90 95 

lie Val Thr Asp Gin Asn Asp His Lys Pro Lys Phe 
100 105 

(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

. (D) TOPOLOGY: linear 



m (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

m 



Glu Trp Val Met Pro Pro lie Phe Val Pro Glu Asn Gly Lys Gly Pro 
15 10 15 



CO 

fU Phe Pro Gin Arg Leu Asn Gin Leu Lys Ser Asn Lys Asp Arg Gly Thr 

5 20 25 30. 

M 

Lys lie Phe Tyr Ser lie Thr Gly Pro Gly Ala Asp Ser Pro Pro Glu 
35 40 45 



Gly Val Phe Thr lie Glu Lys Glu Ser Gly Trp Leu Leu Leu His Met 
50 55 60 

Pro Leu Asp Arg Glu Lys lie Val Lys Tyr Glu Leu Tyr Gly His Ala 
65 70 75 80 

Val Ser Glu Asn Gly Ala Ser Val Glu Glu Pro Met Asn lie Ser lie 
85 90 95 

He Val Thr Asp Gin Asn Asp Asn Lys Pro Lys Phe 
100 105 

(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 

Asp Trp Val lie Pro Pro lie Ser Cys Pro Glu Asn Glu Lys Gly Pro 
15 10 15 

Phe Pro Lys Asn Leu Val Gin lie Lys Ser Asn Lys Asp Lys Glu Gly 
20 25 30 

Lys Val Phe Tyr Ser lie Thr Gly Gin Gly Ala Asp Thr Pro Pro Val 
35 4 0 45 

Gly Val Phe He He Glu Arg Glu Thr Gly Trp Leu Lys Val Thr Glu 
50 55 60 

Pro Leu Asp Arg Glu Arg He Ala Thr Tyr Thr Leu Phe Ser His Ala 
65 70 75 80 

Val Ser Ser Asn Gly Asn Ala Val Glu Asp Pro Met Glu He Leu He 
85 90 95 

M 

O Thr Val Thr Asp Gin Asn Asp Asn Lys Pro Glu Phe 

100 105 



0 
0 

m 



□ 



(2) INFORMATION FOR SEQ ID NO: 7: 



m (i) SEQUENCE CHARACTERISTICS: 

£0 (A) LENGTH: 108 amino acids 

?y (B) TYPE: amino acid 

(C) STRANDEDNESS: 

* (D) TOPOLOGY: linear 

ru . ' 
a 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 

Asp Trp Val He Pro Pro lie Ser Cys Pro Glu Asn Glu Lys Gly Glu 
15 10 15 

Phe Pro Lys Asn Leu Val Gin He Lys Ser Asn Arg Asp Lys Glu Thr 
20 25 * 30 

Lys Val Phe Tyr Ser He Thr Gly Gin Gly Ala Asp Lys Pro Pro Val 
35 40 45 

Gly Val Phe He He Glu Arg Glu Thr Gly Trp Leu Lys Val Thr Gin 
50 55 60 

Pro Leu Asp Arg Glu Ala lie Ala Lys Tyr He Leu Tyr Ser His Ala 
65 70 75 80 

Val Ser Ser Asn Gly Glu Ala Val Glu Asp Pro Met Glu lie Val lie 
85 90 95 

Thr Val Thr Asp Gin Asn Asp Asn Arg Pro Glu Phe 
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100 105 
(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 

Cys His Ala Val Cys 

1 5 

M (2) INFORMATION FOR SEQ ID NO : 9 : 

o 

fj (i) SEQUENCE CHARACTERISTICS: 

^ (A) LENGTH: 5 amino acids 

jf? (B) TYPE: amino acid 

*" (C) STRANDEDNESS: 

lO (D) TOPOLOGY: circular 

CQ 

fjj (ii) MOLECULE TYPE: peptide 

s 

h 

Q (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 

fZ Cys His Gly Val Cys 



(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10 

Cys Ala His Ala Val Asp lie Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 11: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11 

Cys Ala His Gly Val Asp lie Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 6 amino acids 
U (B) TYPE: amino acid 

£3 (C) STRANDEDNESS: 

(D) TOPOLOGY: circular 



ru 



ry 



(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 

Cys Ser His Ala Val Cys 
1 5 



Q (2) INFORMATION FOR SEQ ID NO: 13: 

U 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13 

Cys Ser His Gly Val Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 6 amino acids 



8 



(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14 

Cys His Ala Val Ser Cys 
1 5 

INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15 

Cys His Gly Val Ser Cys 
1 5 

INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE : peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16 

Cys Ala His Ala Val Asp Cys 
1 5 

INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 
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(ii) MOLECULE TYPE: peptide 



a 

a 



□ 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

Cys Ala His Gly Val Asp Cys 
1 ' 5 

(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 
. (A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 



m 

ip Cys Ser His Ala Val Ser Ser Cys 

co 1 5 

ru 

(2) INFORMATION FOR SEQ ID NO: 19: 

.5 

H- (i) SEQUENCE CHARACTERISTICS: 

fU (A) LENGTH: 8 amino acids 

Q (B) TYPE: amino acid 

P (C) STRANDEDNESS: 

(D) TOPOLOGY: circular 



(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

Cys Ser His Gly Val Ser Ser Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 



(ii) MOLECULE TYPE: peptide 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:20 

Lys His Ala Val Asp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21 

Lys His Gly Val Asp 
1 * 5 

(2) INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22 

Cys Ala His Ala Val Asp lie Pro 
1 5 

(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:23: 

Cys Ala His Gly Val Asp lie Pro 
1 5 

(2) INFORMATION FOR SEQ ID NO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /product= "Dbu" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 

Xaa His Ala Val Ser Gly 
1 5 

(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /product= "Orn" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25: 

Xaa His Ala Val Ser 
1 5 

(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 



12 



(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 

Leu Ala His Ala Val Asp lie 
1 5 

(2) INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: 

Leu Ala His Gly Val Asp lie 
1 5 

(2) INFORMATION FOR SEQ ID NO:28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 5 

(D) OTHER INFORMATION: /product= "OTHER" 
/note= "Residue is beta, beta-dimethyl cysteine" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 

Cys His Ala Val Xaa 
1 5 

(2) INFORMATION FOR SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 
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(D) TOPOLOGY: circular 
(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 2 

(D) OTHER INFORMATION: /product= "OTHER" 
/note= "Residue is beta, beta-tetramethylene cysteine" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 

lie Xaa Tyr Ser His Ala Val Ser Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 30: 

; . (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 
O (B) TYPE: amino acid 

Q (C) STRANDEDNESS: 

(D) TOPOLOGY: cin 

(ii) MOLECULE TYPE: peptide 



Q (D) TOPOLOGY: circular 

5 
m 

fU (ix) FEATURE: 

5 (A) NAME/KEY: Modif ied-site 

Ij, (B) LOCATION: 2 

l Vs (D) OTHER INFORMATION: /product- "OTHER" 

;M /note= "Residue is beta, beta-pentamethylene cysteine" 

C3 

n (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 

■EST 

u 

lie Xaa Tyr Ser His Ala Val Ser Ser Cys 
15 10 



(2) INFORMATION FOR SEQ ID NO: 31: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /product= "OTHER" 
/note= "Residue is beta-mercatopropionic acid" 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 31: 

Xaa Tyr Ser His Ala Val Ser Ser Cys 
1 " 5 

(2) INFORMATION FOR SEQ ID NO: 32: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /product= "OTHER" 
/note- "Residue is 

beta, beta-pentamethylene-beta-mercaptopropionic acid" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 

Xaa Tyr Ser His Ala Val Ser Ser Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33: 

Cys Asp Xaa Gly Tyr Xaa Pro Lys Xaa Asp Xaa Cys Lys Xaa Gly 
15 10 15 

(2) INFORMATION FOR SEQ ID NO: 34: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 



• 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34: 

Cys Asp Xaa Gly Tyr Xaa Pro Lys Xaa Asp Xaa Cys Lys Xaa Gly 
1 5 10 15 

(2) INFORMATION FOR SEQ ID NO: 35: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:35: 

£3 Cys Xaa Gly Asn Leu Ser Xaa Thr Xaa Cys Xaa Met Leu Gly 

Q 1 5 10 

□ 

ffk (2) INFORMATION FOR SEQ ID NO: 36: 

W (i) SEQUENCE CHARACTERISTICS: 

tU (A) LENGTH: 12 amino acids 

fU (B) TYPE: amino acid 

(C) STRANDEDNESS: 
T, (D) TOPOLOGY: circular 

ru 

£3 



?T5 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 36: 

Cys Gly Asn Leu Ser Xaa Thr Xaa Cys Met Leu Gly 
15 10 

(2) INFORMATION FOR SEQ ID NO: 37: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 37: 

Cys Xaa Tyr lie Gin Asn Cys Xaa Pro Leu Gly 
15 10 
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(2) INFORMATION FOR SEQ ID NO: 38: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 38 

Cys Tyr lie Gin Asn Cys Pro Leu Gly 
1 5 

(2) INFORMATION FOR SEQ ID NO: 39: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 4 amino acids 
O (B) TYPE: amino acid 

□ (C) STRANDEDNESS: 

ffl (D) TOPOLOGY: circular 

i 
m 
ru 

9 

|4 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 39 

fjj 

IS Trp Gly Gly Trp 

y i 

t—. 

<sps 

O (2) INFORMATION FOR SEQ ID NO: 40: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 40 

Leu Asp Arg Glu 
1 

(2) INFORMATION FOR SEQ ID NO: 41: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 
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(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41 

Asp Xaa Asn Asp Asn 
1 5 

(2) INFORMATION FOR SEQ ID NO: 42: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

WJ 

rsa 

o 

CH (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 42 

frs Xaa Asp Xaa Glu 



% (2) INFORMATION FOR SEQ ID NO: 43: 

M 

SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 43 

Asp Val Asn Glu 
1 

(2) INFORMATION FOR SEQ ID NO: 44: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



# 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 44 

Ala His Ala Val Asp He 
1 5 

(2) INFORMATION FOR SEQ ID NO: 45: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 45 



(2) INFORMATION FOR SEQ ID NO: 46: 



1:3 

13 Ser His Ala Val Ser Ser 

[Rl 5 

HJ (i) SEQUENCE CHARACTERISTICS: 

2' (A) LENGTH: 8 amino acids 

M? (B) TYPE: amino acid 

hi (C) STRANDEDNESS: 

'LS (D) TOPOLOGY: circular 

US 

k H (ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 46 

Lys Ser His Ala Val Ser Ser Asp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 47: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 47 

Tyr He Gly Ser Arg 
1 5 



65 



SEQUENCE LISTING 



GENERAL INFORMATION: 

(i) APPLICANTS: Blaschuk, Orest W. 

Gour, Barbara J. 

(ii) TITLE OF INVENTION: COMPOUNDS AND METHODS FOR MODULATING 
CELL ADHESION 

(iii) NUMBER OF SEQUENCES: 47 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: SEED and BERRY LLP 

(B) STREET: 6300 Columbia Center, 701 Fifth Avenue 

(C) CITY: Seattle 

<D) STATE: Washington 

(E) COUNTRY: USA 

(F) ZIP: 98104 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US 

(B) FILING DATE: ll-JUL-1997 

(C) CLASSIFICATION: 

(viii) ATTORNEY/ AGENT INFORMATION: 

(A) NAME: Maki, David J. 

(B) REGISTRATION NUMBER: 31,392 

( C ) RE FERENCE / DOCKET { NUMB ER: 100086.401 
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(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (206) 622-4900 

(B) TELEFAX: (206) 682-6031 



INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 

Asp Trp Val lie Pro Pro He Asn Leu Pro Glu Asn Ser Arg Gly Pro 
15 10 15 

Phe Pro Gin Glu Leu Val Arg He Arg Ser Asp Arg Asp Lys Asn Leu 
20 25 30 

Ser Leu Arg Tyr Ser Val Thr Gly Pro Gly Ala Asp Gin Pro Pro Thr 
35 40 45 

Gly He Phe He Leu Asn Pro He Ser Gly Gin Leu Ser Val Thr Lys 
50 55 60 

Pro Leu Asp Arg Glu Gin He Ala Arg Phe His Leu Arg Ala His Ala 
65 70 75 80 
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Val Asp He Asn Gly Asn Gin Val Glu Asn Pro He Asp He Val He 
85 90 95 

Asn Val He Asp Met Asn Asp Asn Arg Pro Glu Phe 
100 105 

INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

Asp Trp Val He Pro Pro He Asn Leu Pro Glu Asn Ser Arg Gly Pro 
1 5 10 15 

Phe Pro Gin Glu Leu Val Arg He Arg Ser Asp Arg Asp Lys Asn Leu 
20 25 30 

Ser Leu Arg Tyr Ser Val Thr Gly Pro Gly Ala Asp Gin Pro Pro Thr 
35 40 45 

Gly He Phe He He Asn Pro He Ser Gly Gin Leu Ser Val Thr Lys 
50 55 60 

Pro Leu Asp Arg Glu Leu He Ala Arg Phe His Leu Arg Ala His Ala 
65 70 75 80 

Val Asp He Asn Gly Asn Gin Val Glu Asn Pro He Asp lie Val He 
85 90 95 



68 



Asn Val lie Asp Met Asn Asp Asn Arg Pro Glu Phe 
100 105 



(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



.ssr„ 

□ 

1.1 'i 

In 
ro 

5 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

Asp Trp Val lie Pro Pro lie Asn Leu Pro Glu Asn Ser Arg Gly Pro 
15 10 15 

Phe Pro Gin Glu Leu Val Arg lie Arg Ser Asp Arg Asp Lys Asn Leu 
20 25 30 



Ser Leu Arg Tyr Ser Val Thr Gly Pro Gly Ala Asp Gin Pro Pro Thr 
35 40 45 

Gly lie Phe lie lie Asn Pro lie Ser Gly Gin Leu Ser Val Thr Lys 
50 55 60 

Pro Leu Asp Arg Glu Leu lie Ala Arg Phe His Leu Arg Ala His Ala 
65 70 75 80 



Val Asp lie Asn Gly Asn Gin Val Glu Asn Pro lie Asp lie Val lie 
85 90 95 
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Asn Val lie Asp Met Asn Asp Asn Arg Pro Glu Phe 
100 105 

INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

Asp Trp Val Val Ala Pro lie Ser Val Pro Glu Asn Gly Lys Gly Pro 
15 10 15 

Phe Pro Gin Arg Leu Asn Gin Leu Lys Ser Asn Lys Asp Arg Asp Thr 
20 25 30 

Lys lie Phe Tyr Ser lie Thr Gly Pro Gly Ala Asp Ser Pro Pro Glu 
35 40 45 

Gly Val Phe Ala Val Glu Lys Glu Thr Gly Trp Leu Leu Leu Asn Lys 
50 55 60 

Pro Leu Asp Arg Glu Glu lie Ala Lys Tyr Glu Leu Phe Gly His Ala 
65 70 75 80 

Val Ser Glu Asn Gly Ala Ser Val Glu Asp Pro Met Asn lie Ser lie 
85 90 95 
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He Val Thr Asp Gin Asn Asp His Lys Pro Lys Phe 
100 105 

INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

Glu Trp Val Met Pro Pro He Phe Val Pro Glu Asn Gly Lys Gly Pro 
1 5 10 15 

Phe Pro Gin Arg Leu Asn Gin Leu Lys Ser Asn Lys Asp Arg Gly Thr 
20 25 30 

Lys He Phe Tyr Ser He Thr Gly Pro Gly Ala Asp Ser Pro Pro Glu 
35 40 45 

Gly Val Phe Thr He Glu Lys Glu Ser Gly Trp Leu Leu Leu His Met 
50 55 60 

Pro Leu Asp Arg Glu Lys He Val Lys Tyr Glu Leu Tyr Gly His Ala 
65 70 75 80 

Val Ser Glu Asn Gly Ala Ser Val Glu Glu Pro Met Asn He Ser He 
85 90 95 

He Val Thr Asp Gin Asn Asp Asn Lys Pro Lys Phe 
100 105 
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(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 



n 
Q 



Is. 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 



Asp Trp Val lie Pro Pro lie Ser Cys Pro Glu Asn Glu Lys Gly Pro 

mis 10 is 

i\ Phe Pro Lys Asn Leu Val Gin He Lys Ser Asn Lys Asp Lys Glu Gly 

fU 20 25 30 . 



Lys Val Phe Tyr Ser He Thr Gly Gin Gly Ala Asp Thr Pro Pro Val 
35 40 45 



Gly Val Phe He He Glu Arg Glu 
50 55 

Pro Leu Asp Arg Glu Arg He Ala 
65 70 

Val Ser Ser Asn Gly Asn Ala Val 
85 

Thr Val Thr Asp Gin Asn Asp Asn 
100 



Thr Gly Trp Leu Lys Val Thr Glu 
60 

Thr Tyr Thr Leu Phe Ser His Ala 
75 80 

Glu Asp Pro Met Glu He Leu He 
90 95 

Lys Pro Glu Phe 
105 



(2) INFORMATION FOR SEQ ID NO: 7: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 
<B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 



P (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 

C3 

m Asp Trp Val lie Pro Pro lie Ser Cys Pro Glu Asn Glu Lys Gly Glu 

Vy " 1 5 10 15 



CO 



Phe Pro Lys Asn Leu Val Gin lie Lys Ser Asn Arg Asp Lys Glu Thr 
20 25 30 

Lys Val Phe Tyr Ser lie Thr Gly Gin Gly Ala Asp Lys Pro Pro Val 
35 40 45 

Gly Val Phe He He Glu Arg Glu Thr Gly Trp Leu Lys Val Thr Gin 
50 55 60 

Pro Leu Asp Arg Glu Ala lie Ala Lys Tyr He Leu Tyr Ser His Ala 
65 70 75 80 

Val Ser Ser Asn Gly Glu Ala Val Glu Asp Pro Met Glu He Val He 
85 90 95 

Thr Val Thr Asp Gin Asn Asp Asn Arg Pro Glu Phe 
100 105 



(2) INFORMATION FOR SEQ ID NO: 8: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE : amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8 

Cys His Ala Val Cys 
1 5 • 

(2) INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9 

Cys His Gly Val Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 10: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



J- (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10 



CO 



Cys Ala His Ala Val Asp lie Cys 
1 5 



g (2) INFORMATION FOR SEQ ID NO:ll: 

irh. 
fjj 

™ (i) SEQUENCE CHARACTERISTICS: 

«p (A) LENGTH: 8 amino acids 

U (B) TYPE: amino acid 



(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

Cys Ala His Gly Val Asp lie Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 12: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



p (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 

□ 

ff) Cys Ser His Ala Val Cys 

3a i 5 

CO ' 

s (2) INFORMATION FOR SEQ ID NO:13: 



5 5 



r; *■ 
: ii 

Q. (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13 

Cys Ser His Gly Val Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 14: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14 

Cys His Ala Val Ser Cys 
1 5 

) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 

Cys His Gly Val Ser Cys 
1 5 

INFORMATION FOR SEQ ID NO: 16: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16 

Cys Ala His Ala Val Asp Cys 
1 5 

INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

Cys Ala His Gly Val Asp Cys 
1 5 

INFORMATION FOR SEQ ID NO: 18: 
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♦ 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



h (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18 

H 

T15ST 

'l~L Cys Ser His Ala Val Ser Ser Cys 

vo i 5 

CO 

ru 

£ (2) INFORMATION FOR SEQ ID NO: 19: 

ry 

q (i) SEQUENCE CHARACTERISTICS: 

-F (A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 



(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19 

Cys Ser His Gly Val Ser Ser Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 20: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



L* (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20 

U 

u 

!~ Lys His Ala Val Asp 

tn 

,0 1 5 

(2) IN FORMAT ION FOR SEQ ID NO: 21: 



□ 



^ (i) SEQUENCE CHARACTERISTICS: 

5 C (A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21 

Lys His Gly Val Asp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 22: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22 

Cys Ala His Ala Val Asp lie Pro 
1 5 

(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 



CO 



FLI 
Q 

*jK (A) LENGTH: 8 amino acids 

Tz (B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23 

Cys Ala His Gly Val Asp lie Pro 
1 • 5 

(2) INFORMATION FOR SEQ ID NO: 24: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /product = "Dbu 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 

Xaa His Ala Val Ser Gly 
1 5 

INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 

(ix) FEATURE: 

(A) NAME /KEY: Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION : /product- "Orn" 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25 

Xaa His Ala Val Ser 
1 5 

) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 7 amino acids 
<B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 

Leu Ala His Ala Val Asp lie 
1 5 

INFORMATION FOR SEQ ID NO:27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO:27: 

Leu Ala His Gly Val Asp lie 
1 5 

(2) INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY: Modif ied-site 

(B) LOCATION: 5 

(D) OTHER INFORMATION: /product^ "OTHER 
/note= "Residue is beta, beta-dimethyl cysteine" 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 

Cys His Ala Val Xaa 
1 5 

(2) INFORMATION FOR SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 



(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 2 

(D) OTHER INFORMATION: /product^ "OTHER" 
/note= "Residue is beta, beta-tetramethylene cysteine" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 

lie Xaa Tyr Ser His Ala Val Ser Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 2 

(D) OTHER INFORMATION: /product^ "OTHER" 
/note= "Residue is beta, beta-pentamethylene cysteine" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 



85 

lie Xaa Tyr Ser His Ala Val Ser Ser Cys 
15 10 

(2) INFORMATION FOR SEQ ID NO: 31: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION : /product= "OTHER" 
/note= "Residue is beta-mercatopropionic acid" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 31: 

Xaa Tyr Ser His Ala Val Ser Ser Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 32: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 



(ii) MOLECULE TYPE: peptide 
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(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /product= "OTHER" 
/note= "Residue is 

beta, beta-pentamethylene-beta-mercaptopropionic acid* 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 

Xaa Tyr Ser His Ala Val Ser Ser Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33: 

Cys Asp Gly Tyr Pro Lys Asp Cys Lys Gly 
15 10 

(2) INFORMATION FOR SEQ ID NO: 34: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
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(C) STRANDEDNESS : 

(D) TOPOLOGY: circular 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34: 

Cys Asp Gly Tyr Pro Lys Asp Cys Lys Gly 
1 5 '10 



£3 (2) INFORMATION FOR SEQ ID NO: 35: 

£3 
n 

9S? 



CP (i) SEQUENCE CHARACTERISTICS: 

;f (A) LENGTH: 10 amino acd 

fU (B) TYPE: amino acid 



3 



(C) STRANDEDNESS: 



ry (D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:35: 

Cys Gly Asn Leu Ser Thr Cys Met Leu Gly 
15 10 

(2) INFORMATION FOR SEQ ID NO: 36: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 36: 

Cys Gly Asn Leu Ser Thr Cys Met Leu Gly 
1 5 10 

INFORMATION FOR SEQ ID NO: 37: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 37: 

Cys Tyr lie Gin Asn Cys Pro Leu Gly 
1 5 

INFORMATION FOR SEQ ID NO: 38: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 



89 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 38 

Cys Tyr lie Gin Asn Cys Pro Leu Gly 
1 5 

(2) INFORMATION FOR SEQ ID NO:39: 

(i) SEQUENCE CHARACTERISTICS: ' 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

CO 

ru 

s 

M 

ru 

5s is? 

f 

□ (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 39 

Trp Gly Gly Trp 
1 

(2) INFORMATION FOR SEQ ID NO: 40: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



S3 

m 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 40 

Leu Asp Arg Glu 
1 

(2) INFORMATION FOR SEQ ID NO: 41: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 
u (C) STRANDEDNESS : 

O (D) TOPOLOGY: linear 

a 
o 

fn 

5s? » 



ru 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41 

Asp Xaa Asn Asp Asn 
1 5 



(2) INFORMATION FOR SEQ ID, NO: 42: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 42 
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ru 



Xaa Asp Xaa Glu 
1 

(2) INFORMATION FOR SEQ ID NO: 43: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 43 



ru 

ri Asp Val Asn Glu 



(2) INFORMATION FOR SEQ ID NO: 44: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 



(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 44 
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£3 



Mi 



C3 



Ala His Ala Val Asp lie 
1 5 

(2) . INFORMATION FOR SEQ ID NO: 45: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 45 

Ser His Ala Val Ser Ser 
1 5 

(2) INFORMATION FOR SEQ ID NO: 46: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4 6 
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Lys Ser His Ala Val Ser Ser Asp 
1 5 



C3 



(2) INFORMATION FOR SEQ ID NO: 47: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 



«j (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 47 

□ 

^ Tyr He Gly Ser Arg 

m i 5 

ru 



